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Cover lllustration: Structure of S. pombe Lsm1-7 with RNA, polyuridine with 3’ guanosine (PDB id: 6PPV;
Montemayor EJ, Virta JM, Hayes SM, Nomura Y, Brow DA, Butcher SE. 2020. Molecular basis for the distinct cellular
functions of the Lsm1-7 and Lsm2-8 complexes. RNA 26: 1400-1413). Eukaryotes possess eight highly conserved
Lsm (like Sm) proteins that assemble into circular, heteroheptameric complexes, bind RNA, and direct a diverse
range of biological processes. Among the many essential functions of Lsm proteins, the cytoplasmic Lsm1-7 com-
plex initiates mMRNA decay, while the nuclear Lsm2-8 complex acts as a chaperone for U6 spliceosomal RNA. RNA
backbone is displayed as a red ribbon; block bases use NDB colors: A—red, G—green, U—cyan; protein is dis-
played as a white ribbon. Cover image provided by the Nucleic Acid Database (ndbserver.rutgers.edu). Image gen-

erated using DSSR and PyMOL (Lu XJ. 2020. Nucleic Acids Res 48: e74).
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