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Cover lllustration: Cas9 nuclease-sgRNA complex with anti-CRISPR protein inhibitor (PDB id: 6JE9; Sun W, Yang J,
Cheng Z, Amrani N, Liu C, Wang K, Ibraheim R, Edraki A, Huang X, Wang M, et al. 2019. Structures of Neisseria
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Nme1Cas? nucleases are displayed as white ribbons; AcrlIC3 inhibitors (two copies bound between two nucleases)
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