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Cover lllustration: Spinach RNA aptamer/Fab complex (PDB id: éb14; Koirala D, Shelke SA, Dupont M, Ruiz S,
DasGupta S, Bailey LJ, Benner SA, Piccirilli JA. 2018. Affinity maturation of a portable Fab-RNA module for chap-
erone-assisted RNA crystallography. Nucleic Acids Res 46: 2624-2635). Novel Fab-RNA module can serve as an af-
finity tag for RNA purification and imaging and as a chaperone for RNA crystallography. RNA is displayed as a red
ribbon; block bases use NDB colors: A—red, C—yellow, G—green, U—cyan; the Fab chains are displayed as gold
ribbons. The image was generated using 3DNA/blocview and PyMol software. Cover image provided by the

Nucleic Acid Database (ndbserver.rutgers.edu).
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