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JUNK or GOLD?
Unlock the Myths of Non-Coding RNAs

In the recent years, the discovery of non-coding RNA (ncRNA) regulatory activities has unleashed alluring
opportunities of finding new disease regulators, biomarkers and therapeutic targets. Did you know that
Arraystar offers dedicated solutions for ncRNAs, including IncRNAs, circular RNAs, tRNAs, tRFs and more?

LncRNA Microarrays
2019 New Releases: Human V5.0, Mouse V4.0, Rat V3.0

Circular RNA Microarrays
The only practical choice to profile circular RNAs accurately

Epitranscriptomic Microarrays
Quantify the percentage of modifications for mRNAs, LncRNAs and CircRNAs

nrStar™ ncRNA PCR Arrays
For LncRNAs, microRNAs, tRNAs, tRFs, and snoRNAs

We Help You

from Sample
to Data,
featuring annotations and
analyses specialized for
ncRNA biology.

Start Your Non-coding RNA Adventure Now!
www.arraystar.com
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INSPIRED CELL SOLUTIONS

\

Get to the answer faster

with custom oligos by Dharmacon™
Trusted suppliers of long and modified RNA

for over 20 years

Flexible design | Rapid turnaround | High yield ‘ Trusted service

Horizon's custom RNA synthesis service offers the flexibility to design long oligos with chemical

modifications added at any open position. Our patented ACE-2'chemistry produces higher yields

in less time than any other oligo supplier.

Quality analysis of a custom synthesized 105 nucleotide RNA oligo
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(A) UPLC analysis showing >90% pure full-length material. (B) Mass spec analysis illustrating the correct mass.

Contact us to discuss your project.
technical@horizondiscovery.com

o

The Horizon logo and Dharmacon are trademarks of Horizon Discovery Group PLC. ©2020
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Take CRISPR

seyond
the sench

SYgRNA® CRISPR Synthetic Guides

How far your research goes depends on how far your
partners can help you take it. That's why we guarantee
every SygRNA® guide to perform. And when paired
with industry’s leading Cas9 protein offering, you

have the power to edit with complete confidence.

The perfect sgRNA:

e Predesigned or custom, every guide
guaranteed to edit

e HPLC purified for superior editing efficiency
e Unbeatable introductory price

Discover more at
SigmaAldrich.com/CRISPR

© 2020 Merck KGaA, Darmstadt, Germany and/or its
affiliates. All Rights Reserved. MilliporeSigma, the
vibrant M, and Sigma-Aldrich are trademarks of Merck
KGaA, Darmstadt, Germany or its affiliates. All other
trademarks are the property of their respective owners.
Detailed information on trademarks is available via
publicly accessible resources.
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Sigma-Aldrich.

Lab & Production Materials
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AACR Virtual Special Conference:

Endometrial. Cancer:

New Biology
Research and

November 9-10, 2020

Victoria L. Bae-Jump
University of North Carolina,
Chapel Hill, NC

Blake Gilks

University of British Columbia,

Vancouver Coastal Health Research Institute,
Vancouver, BC, Canada

Douglas A. Levine
New York University PerImutter
Cancer Center, New York, NY

#AACRENDO20

Driving
Treatment

ABOUT THIS CONFERENCE

This AACR Virtual Special Conference on Endometrial Cancer
will explore New Biology Driving Research and Treatment. A
broad range of topics will be discussed, from basic research in
model systems, exploration of cause, and early detection and
characterization to novel immunologic therapies, precision,
and targeted therapeutics. The Conference Cochairs have
developed a multidisciplinary program that will appeal to
laboratory scientists and clinical oncologists committed to
understanding and eliminating endometrial cancer.

ABIM
m Continuing Medical Education (CME) Activity
ACCREDITED AMA PRA Category 1 Credits™ available

American Association
for Cancer Research’




RNA-Seq Made Simple
One Kit. Any Organism.

\/

Probe-free rRNA Depletion
Compatible with Any Species
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RiboFree™ Universal Depletion is compatible with RNA from all biological sample types, and does not
require organism-specific probes to deplete rRNA and globin. Paired-end sequencing was performed
on stranded total RNA-Seq libraries, both with and without RiboFree™ Universal Depletion. Read pairs were
aligned to their respective genomes using the STAR aligner. Read classes were defined using a combination
of Ensembl GTF gene biotypes and RepBase repeat masker annotations.

Learn more about the fastest total RNA-Seq library prep kit at
www.zymoresearch.com/pages/total-rna-seq-library-prep

(@)
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ZYMO RESEARCH @ www.zymoresearch.com ‘ info@zymoresearch.com ‘ @ Toll Free: (888) 882-9482
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Introducing the new Reliance Select cDNA Synthesis Kit

Don't let difficult samples stand between you and your data. The Reliance Select cDNA
Synthesis Kit was designed for samples that contain inhibitors, secondary structure,
and degraded RNA, including formalin-fixed paraffin-embedded (FFPE) samples. Our
engineered reverse transcriptase generates high-quality cDNA that can be used for
sequencing, gene expression, and other downstream applications in as little as

10 minutes. Explore new possibilities with the Reliance Select cDNA Synthesis Kit.

Push the limits of your samples. Learn more at bio-rad.com/RelianceSelect

#ScienceForward

0vmome che U,eng u'ng sampLes.

.. CDNA synthesis you can rely on.
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CleanCap® demonstrates superior performance
versus legacy co-transcriptional capping methods
- Cleancapw :
Natural Cap No ® | VYes ©)
; Reduced
Immunogenic Yes © T
Capping Efficiency ~70% G| ~95% ®
Vield/mL 1.5 mg/mL 4 mg/mL
Transcription e/ © g/ ©)
Cost 3X @ 1x @
Available
Therapeutic Licenses o © (= @
Legacy Cap Analog ‘ ‘ CleanCap®
//\/ Cap 0 Cap 1
CIeanCap® I 5 i
Successful development of mRNA therapeutics relies on Uncapped
reproducible, high-efficiency production of capped mRNA. -
CleanCap® uses a new co-transcriptional chemical process : ¥ ;
: ncappe
for the highest level of mRNA capping: W : Dp+
: s S

LC-MS Capping Analysis

CleanCap® gives superior activity in vivo by mimicking a natural cap

25001
CleanCap® results in a natural Cap 1 structure that does not stimulate the
§ o innate immune system of the host, resulting in unparalleled efficiency
:':.9 1500+ in vivo. Legacy co-transcriptional capping methods yield a Cap O, an
g Sl immunogenic cap structure that is poorly expressed in vivo.
% The results speak for themselves: CleanCap®, the next generation of
3 5001 cap analogs, provide the most active and least toxic mRNA for your
ol == : : in vivo applications.
Be part of the revolution.

Luciferase mRNA was formulated with Lunar Lipids and injected by tail
vein into mice. At 6 hours, luciferase was measured by western blot in mouse liver.
Data courtesy of Arcturus Therapeutics.

For more information visit: trilinkbiotech.com/cleancap

trilinkbiotech.com @ ’TI'iLiIlk

BIOTECHNOLOGIES
©2019 TriLink BioTechnologies. All Rights Reserved. _—
part of Maravai LifeSciences
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