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Ryszard Kierzek, and Zofia Gdaniec

Carbodiimide reagents for the chemical probing of RNA structure in cells 135
Peter Y. Wang, Alec N. Sexton, William J. Culligan, and Matthew D. Simon

Methods

In vivo RNA structural probing of uracil and guanine base-pairing by 1-ethyl-3-(3-dimethylaminopropyl)
carbodiimide (EDC) 147
David Mitchell III, Andrew J. Renda, Catherine A. Douds, Paul Babitzke, Sarah M. Assmann, and Philip C. Bevilacqua

Influence of Mg2+ on the conformational flexibility of a tetracycline aptamer 158
Thilo Hetzke, Marc Vogel, Dnyaneshwar B. Gophane, Julia E. Weigand, Beatrix Suess, Snorri Th. Sigurdsson,
and Thomas F. Prisner

RNA: Instructions for contributors 168

OAOpen Access paper

Published by Cold Spring Harbor Laboratory Press

Contents (continued)


