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The data show RNA purified from TRIzol® samples using the Direct-
zol™ RNA MiniPrep compared to an unbiased method (mirvVana™,

Direct-zol™ RNA

Purification

Innovative technology:

Mix sample in TRIzol®, TRI Reagent®, or similar.
Add ethanol & load into the Clean-Spin™ column.
No phase separation, no precipitation, no RNA loss.

Highly cited
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Made Simple”

ZYMO RESEARCH

The Beauty of Science is to Make Things Simple*

TRIzol® and TRI Reagent® are registered trademarks of Molecular Research Center, Inc.

Tel: (949) 679-1190 www.zymoresearch.com/direct-zol

Try it free today!

Direct-zol™ RNA MiniPrep

R2050, R2051* 50 Preps.
R2052, R2063* 200 Preps.

Direct-zol™-96 RNA

R2054, R2055* 2 x 96 Preps.
R2056, R2057* 4 x 96 Preps.

at zymoresearch.com/direct-zol
or call (949) 679-1190

Direct-zol™-96 MagBead RNA

R2100, R2101* 2 x 96 Preps.
R2102, R2103* 4 x 96 Preps.
R2104, R2105* 8 x 96 Preps.

Patent Pending

* = Supplied with TRI Reagent®

www.zymoresearch.com
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Data without

doubt

Eliminate contamination, build your reputation

Has gDNA contamination ever ruined your day? Hours of
pipetting, your precious RNA sample used up and maybe you're

left with uncertain results2 Here's the good news — RNeasy Plus

removes gDNA quickly and completely. And that means you
get pure RNA to make sure your gene expression analyses are

accurate.

Referenced in more than 50,000 publications, RNeasy products
extract franscripts from almost any cell and tissue sample — intact,
effortlessly and even from very low-quantity targets. As the top
of the range, RNeasy Plus Kits use special gDNA eliminator

“columns that take the next level. So be confident

bout your gene ata — take out the doubt at _

.qiagen.com/Mo Plus.
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eBioscience
excellence

T T T
10° 10° 10°

L s e e R i R - W P

107 10° 10° 10°

Millions of dots, each with a unique story

Every cell is a mystery waiting to be revealed. From phenotype, genomic expression,
cytokine secretion, signaling activity or general health, flow cytometry is uniquely
equipped to interrogate every facet of biology, all within a single cell. Let eBioscience
flow cytometry reagents help you uncover the story that each cell contains within.

Don’t settle for average. Real insight starts with single cells.

Learn more at www.affymetrix.com/single-cell-rna

© 2015 Affymetrix, Inc. All rights reserved. For Research Use Only. Not for use in diagnostic or therapeutic procedures.

eBioscience GeneChip USB



nAb | Nano-Antibodies
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Tired of coming up empty handed?

allelebiotech.com/nAb @ I e I e
Biotechnology




ISOLATE RNA WITH CONFIDENCE

RNAzol°RT”

THE HIGHEST YIELD AND PURITY:
) 4

1604

1404

k 4 20 40 60 80 100 150 [nt] } \ 25 200 500 1000 2000 4000 ity

Isolates total RNA or mRNA and small RNA

in separate fractions

® The single-step method without phase separation

® No DNase treatment necessary

® RNA ready for RT-PCR, microarrays and other applications
® No need for refrigerated centrifuge

® Onereagent for solid and liquid samples

www.mrcgene.com (888) 841-0900 MOLECULAR RESEARCH CENTER INC.

% Piotr Chomczynski, US and (R Trademark of Molecular Research
international patents Center. Inc




BLOW UP THE HOLDUPS
IN YOUR RNA RESEARCH

Assess RNA quality and quantity simultaneously.

FULLY AUTOMATED FRAGMENT ANALYZER™ DOES IT ALL.

- Quantifies with precision (10% CV) and accuracy (+20%)
- Provides an RNA quality number that correlates to legacy data
- Observes gDNA contamination in RNA

- Calculates the lllumina DV200 metric for FFPE samples

No chips. No tapes. No compromises. /7
{ ADVANCED

More at AATI-US.COM s ANALYTICAL




Antisense LNA™ GapmeRs:
Potent and specific knockdown of mRNA and IncRNA

Antisense LNA™ GapmeRs are optimized for specific
knockdown of RNA in vitro andin vivo. Since they
catalyze RNase H dependent RNA degradation in the
nucleus, both nuclear retained IncRNA and mRNA can
be efficiently silenced.

e Superior Potency - LNA™ ensures high affinity and
high stability

o Excellent specificity - new and improved design
algorithm increases target specificity even further

e Low toxicity - short single stranded antisense oligos
cause less off target effects

Try our easy-to-use

online design tool:
exiqon.com/gapmer

Efficient RNA knockdown even without
transfection agent
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Relative Malat1 expression

Untreated Malat1 LNA™ Negative
GapmeR (100nM] control

EXIQON

Seek Find Verify



TwistDx

Revolutionary DNA Detection

Goodbye thermocycler.
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Enjoy more playtime with Recombinase Polymerase Amplification (RPA) theisothermal
enzymatic reaction that really works. RPA uses a recombinase-based process instead

of thermocycling to amplify DNA, meaning real-time detection within 15 minutes.

Read over 40 RPA publications @

twistdx.co.uk/publications e It Al ke,

twistdx.co.uk | +44 (0)1223 496700
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Beijing SBS Genetech Co., Ltd.

Ultra-pure dNTPs at unbeatable prices

Description

dNTPs contain dATP, dCTP, dGTP and dTTP (monosodium salts) at a concentration of 10mM
or 100mM each in sterile deionized water at pH7.5, whose purity is up t0 99.5% (HPLC). It is free
of RNase and DNase, and suitable for any molecular biology application that requires pure
deoxynucleotides, such as PCR, DNA sequencing, cDNA synthesis and nick translation.

Stability
All of our dNTPs are very stable — we guarantee 100% stability for 2 years from the date of
purchase.

Features

-Ultra-pure: >99% by HPLC

‘Reliable, consistent results

-Available both as ready-to-use mix and a set

Applications
‘PCR and gPCR
-cCDNA synthesis
-Primer extension
‘DNA sequencing
‘-DNA labeling
-Mutagenesis

Quality control

-Purity assay (HPLC) >99%
-Free of pyrophosphate, DNA and RNA
-‘DNase, RNase and nickase free
-Tested for PCR, gPCR and RT-PCR

Beijing SBS Genetech Co. Ltd.
Fax: +86-10-82784290

Email: order@sbsbio.com Website: www.sbsbio.com



2015-2016

SCIENTIFIC

CONFERENCES

Presenting the most significant research on cancer etiology, prevention, diagnosis, and treatment

CRI-CIMT-EATI-AACR The Inaugural
International Cancer Inmunotherapy
Conference: Translating Science into Survival
September 16-19, 2015 « New York, NY

Chromatin and Epigenetics in Cancer
Co-Chairpersons: Peter A. Jones,

Sharon Y. R. Dent, and Charles W. M. Roberts
September 24-27, 2015 « Atlanta, GA

Advances in Breast Cancer Research
Co-Chairpersons: Matthew J. Ellis,
Charles M. Perou, and Jane E. Visvader
October 17-20, 2015 ¢ Bellevue, WA

Advances in Ovarian Cancer Research:
Exploiting Vulnerabilities
Co-Chairpersons: Kathleen R. Cho,
Douglas A. Levine, and Benjamin G. Neel
October 17-20, 2015 « Orlando, FL

Fourth AACR International Conference

on Frontiers in Basic Cancer Research
Chairperson: M. Celeste Simon
Co-Chairpersons: James P. Allison, John E. Dick,
Nathanael S. Gray, and Victor E. Velculescu
October 23-26, 2015 ¢ Philadelphia, PA

The Basic Science of Sarcomas

Co-Chairpersons: Robert G. Maki, Angelo Paolo Dei Tos,
Jonathan A. Fletcher, Lee J. Helman, and Brian A. Van Tine
November 3-4, 2015 « Salt Lake City, UT

AACR-NCI-EORTC International Conference on
Molecular Targets and Cancer Therapeutics
Scientific Committee Co-Chairpersons: Levi A. Garraway,
Lee J. Helman, and Jean-Charles Soria

November 5-9, 2015 ¢ Boston, MA

Advances in Pediatric Cancer Research: From Mechanisms
and Models to Treatment and Survivorship
Co-Chairpersons: Scott A. Armstrong, Charles G. Mullighan,
Kevin M. Shannon, and Kimberly Stegmaier

November 9-12, 2015 * Fort Lauderdale, FL

New Horizons in Cancer Research:

Bringing Cancer Discoveries to Patients

Shanghai 2015

Co-Chairpersons: Lewis C. Cantley and Carlos L. Arteaga
November 12-15, 2015 « Shanghai, China

Eighth AACR Conference on the Science of

Cancer Health Disparities in Racial/Ethnic Minorities

and the Medically Underserved

Co-Chairpersons: John M. Carethers, Marcia R. Cruz-Correa,
Mary Jackson Scroggins, Edith A. Perez, Beti Thompson,
and Cheryl L. Willman

November 13-16, 2015 ¢ Atlanta, GA

Learn more and register at
www.AACR.org/Calendar

JAVAY G

Developmental Biology and Cancer
Co-Chairpersons: Hans Clevers,

Stuart Orkin, and Suzanne Baker

November 30-December 3, 2015 « Boston, MA

Tumor Metastasis

Co-Chairpersons: Bruce R. Zetter,

Melody A. Swartz, and Jeffrey W. Pollard
November 30-December 3, 2015 ¢ Austin, TX

CSHA/AACR Joint Meeting: Big Data, Computation, and
Systems Biology in Cancer

Conference Organizers: Andrea Califano, William C. Hahn,
Satoru Miyano, and Xuegong Zhang

December 1-5, 2015  Suzhou, China

EORTC-NCI-EMA-AACR International Conference on
Innovation and Biomarkers in Cancer Drug Development
Co-Chairpersons: Denis A. Lacombe and John W. Martens
December 3-4, 2015 « Brussels, Belgium

Noncoding RNAs and Cancer
Co-Chairpersons: Howard Y. Chang,
Jeannie T. Lee, and Joshua Mendell
December 4-7, 2015 * Boston, MA

San Antonio Breast Cancer Symposium
Co-Directors: Carlos L. Arteaga, Virginia Kaklamani,
and C. Kent Osborne

December 8-12, 2015 « San Antonio, TX

AACR-IASLC Joint Conference on Lung Cancer
Co-Chairpersons: Alice T. Shaw and Karen L. Kelly
January 4-7, 2016 « San Diego, CA

The Function of Tumor Microenvironment in
Cancer Progression

Co-Chairpersons: Raghu Kalluri, Robert A. Weinberg,
Douglas Hanahan, and Morag Park

January 7-10, 2016 * San Diego, CA

Patient-Derived Cancer Models: Present and Future
Applications from Basic Science to the Clinic
Co-Chairpersons: Manuel Hidalgo, Hans Clevers,

S. Gail Eckhardt, and Joan Seoane

February 11-14, 2016 « New Orleans, LA

10th AACR-JCA Joint Conference

Breakthroughs in Cancer Research:

From Biology to Therapeutics

Co-Chairpersons: Frank McCormick and Tetsuo Noda
February 16-20, 2016 ¢ Maui, HI

The Cancer Cell Cycle: Tumor Progression and
Therapeutic Response

Co-Chairpersons: Julien Sage, J. Alan Diehl, and
Karen E. Knudsen

February 27-March 2, 2016 * Orlando, FL

AACR Annual Meeting 2016
Program Committee Chairperson: Scott Armstrong
April 16-20, 2016 * New Orleans, LA

American Association
for Cancer Research

FINDING CURES TOGETHER™




Management
consulting

Science writing

Science
publishing

Core facility

management Sclentific

societies
Liberal arts colleges

Edited by Kaaren Janssen and Richard Sever

Science policy
Foundations

Grant administration

Contents
1 Introduction

Richard Sever and Kaaren Janssen

Career Options for
Biomedical Scientists

Edited by Kaaren Janssen, Cold Spring Harbor Laboratory Press
and Richard Sever, Cold Spring Harbor Laboratory Press

he majority of PhDs trained in biomedical sciences do not

remain in academia. They are now presented with a broad
variety of career options, including science journalism, publishing,
science policy, patent law, and many more. This book examines
the numerous different careers that scientists leaving the bench
can pursue, from the perspectives of individuals who have
successfully made the transition. In each case, the book sets
out what the job involves and describes the qualifications and
skill sets required.

2015, 232 pp., illus. (13 B&W), index
Hardcover $45 ISBN 978-1-936113-72-9

9 Patent Law: At the Cutting Edge of Science but
Not at the Bench
Salim Mamajiwalla

2 A Career at a Small Liberal Arts College

Jennifer Punt

3 Core Facility Management
Claire M. Brown

4 Academic Administration
Lydia Villa-Komaroff

10 Biotech Start-Ups and Entrepreneurship
Susan Froshauer

11 A Career for Life Scientists in Management
Consulting
Rodney W. Zemmel

12 Medical Communications: The “Write” Career

5 Careers in Science and Grant Administration:

View from the National Institutes of Health
Marion Zatz and Sherry Dupere

6 At the Crossroads of Science and Society:
Careers in Science Policy
Amy P Patterson, Mary E. Groesch,
Allan C. Shipp, and Christopher J. Viggiani

7 Working for a Scientific Society
Martin Frank

8 Leaving the Bench and Finding Your Foundation

John E. Spiro

Path for You?
Yfke Hager

13 Science Journalism and Writing
Helen Pearson

14 Science Publishing
John Inglis

Index

www.cshlpress.org




EPIGENETICS B

Fe,

Second Ed/t/on

Edited by C. David Allis, The Rockefeller University; Marie-Laure Caparros, London; Thomas Jenuwein,
Max-Planck Institute of Immunobiology and Epigenetics; Danny Reinberg, Howard Hughes Medical Institute,
New York University School of Medicine-Smilow Research Center; and Monika Lachner, Associate Editor,
Max-Planck Institute of Immunobiology and Epigenetics

n many biological processes the regulation of gene expression involves epigenetic mechanisms. In this new edition of

Epigenetics, 36 chapters written by experts in the field introduce and explain epigenetic effects from many perspectives.
These include the varied molecular mechanisms underpinning epigenetic regulation, discussion of cellular processes that rely
on this kind of regulation, and surveys of model organisms in which epigenetic effects have been most studied.

The original chapters have all been rewritten and brand new chapters cover topics such as the structure, function, and
dynamics of histone-modifying enzymes and histone-interacting proteins. Other chapters address chromatin remodeling,
DNA methylation, siRNAs, and gene silencing; X-chromosome inactivation, dosage compensation, and imprinting; and
epigenetics in microbes, plants, insects, and mammals.

How epigenetic mechanisms act in cell division and cell type specification, and how errors in these pathways contribute to
cancer and other human diseases are also considered, along with the importance of epigenetics for induced pluripotency and
reprogramming. In addition, new chapters describe the involvement of epigenetic processes in epigenetic inheritance,
neuronal development, metabolism and signaling, responses to the environment, and long-range chromatin interactions.
A series of short essays highlight important recent discoveries.

All the chapters provide conceptual illustrations that help readers understand epigenetic control. The book is thus a bench-
mark text for advanced undergraduate and graduate courses on gene regulation, as well as an essential resource for scientists
interested in this rapidly moving field.

2015, 984 pp, illustrated (408 4C images and 9 B& W), index

Hardcover $165

ISBN 978-1-936113-59-0

Contents
Preface Histone H3 Mutations in Pediatric 13 Epigenetic Regulation in Plants 27 Germline and Pluripotent Stem Cells
Acknowledgments Brain Tumors Craig S. Pikaard and Wolf Reik and M. Azim Surani
1. &PridE ElisrorysoBEpipenetios Xiaoyang Liu, Troy A. McEachron, Ortrun Mittelsten Scheid 28 Induced Pluripotency and Epigenetic
Gary Felsenfeld Jeremy Schwartzentruber, and Gang Wu 14 The Use of Mouse Models to Study Reprogramming
Chromosome Folding: Driver or Epigenetics Konrad Hochedlinger and Rudolf Jaenisch

[}

The Next Generation: Young Scientists
Forging Exciting New Discoveries in
Epigenetic Research

The Discovery of Histone Demethylases

Yujiang Geno Shi and Yu-ichi Tsukada
Cellular Reprogramming

Kazutoshi Takahashi

IncRNAs: Linking RNA to Chromatin
John L. Rinn

Enhancer RNAs: A Class of Long
Noncoding RNAs Synthesized at
Enhancers

Tae-Kyung Kim, Martin Hemberg,
and Jesse M. Gray

Expanding the Epigenetic Landscape:
Novel Modifications of Cytosine in

Passenger of Epigenetic State?
Tom Sexton and Eitan Yaffe

3 Overview and Concepts
C. David Allis, Marie-Laure Caparros,
Thomas Jenuwein, Monika Lachner,
and Danny Reinberg

4 Writers and Readers of Histone
Acetylation: Structure, Mechanism,
and Inhibition

Ronen Marmorstein and Ming-Ming Zhou

5 Erasers of Histone Acetylation: The
Histone Deacetylase Enzymes
Edward Seto and Minoru Yoshida

6 Structural and Functional Coordination
of DNA and Histone Methylation

16

17

18

19

20

Marnie Blewitt and Emma Whitelaw
DNA Methylation in Mammals

En Li and Yi Zhang

RNAi and Heterochromatin Assembly
Robert Martienssen and Danesh Moazed
Transcriptional Silencing by Polycomb-
Group Proteins

Ueli Grossniklaus and Renato Paro
Transcriptional Regulation by
Trithorax-Group Proteins

Robert E. Kingston and John W. Tambkun
Long-Range Chromatin Interactions
Job Dekker and Tom Misteli

Histone Variants and Epigenetics
Steven Henikoff and M. Mitchell Smith

29 Epigenetic Control of Immunity
Meinrad Busslinger and Alexander
Tarakhovsky

30 Metabolic Signaling to Chromatin
Shelley L. Berger and Paolo Sassone-Corsi

31 Epigenetic Regulation in Plant
Responses to the Environment
David C. Baulcombe and Caroline Dean

32 Histone and DNA Modifications as
Regulators of Neuronal Development
and Function
Stavros Lomvardas and Tom Maniatis

33 Epigenetics and Human Disease
Huda Y. Zoghbi and Arthur L. Beaudet

34 Epigenetic Determinants of Cancer

Genomic DNA Xiaodong Cheng 21 Nucleosome Remodeling and Stephen B. Baylin and Peter A. Jones
Skirmiantas Krinucionis and Mamsa 7 A Sm.mura,l Pe'§Pe°t‘VC on Readout Epigenetics 35 Histone Modifications and Cancer
Tabiliani of prgerfeﬂc Histone and DNA Peter B. Becker and Jerry L. Workman James E. Audia and Robert M. Campbell
Plant Mobile Small RNAs M‘ethylanon Marks 22 Maintenance of Epigenetic Information 36 The Necessity of Chromatin: A View
Patrice Dunoyer;, Charles Melnyk, g 51.71:/70111/']. I_)M;l " . Genevieve Almouzni and Howard Cedar in Perspective

; ? ; ? pigenetics in Saccharomyces cerevisiae 33 Raoulation of the X Ch ; Vincenzo Pirrotta
dil 1‘1401’:;1’3 ;ll”d & 'Ke " ilﬂﬂ?;ﬂb Michael Grunstein and Susan M. Gasser Cﬂgenaarzzzgti: e?egﬂm omoone Appendix 1: WWW Resource Pages
[C{S(Sugi;:mi{lggactig Sr:riiens 4 9 Ep igen'eti; l;egulatil;)n of Chromabtin Susan Strome, William G. Kelly, Appendix 2: Comprehensive Catolog of
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v eter J. {47/
Biomodomain and Extiaterminal 10 ?Iﬂg@pora _CmSIS{a’ 1 M}?del System John C. Lucchesi and Mitzi 1. Kuroda Yinming Zhao and
. . . or Epigenetics Researc 25 D C ion in M s Boriinii A G i

Do Inh1b1t9rs (BETY) fqr g Rodolfo Aramayo and Eric U. Selker No.slage /:dr:pen;;:;xgn n Mar;m Ind 4
Therapy: Chemical Modulation of 11 Epi s of Cili eil Brockdorff and Bryan M. Turner ndex
Chromatin Structure pigenetics of Liliates 26 Genomic Imprinting in Mammals

Jun Qi

Pharmacological Inhibition of
Bromodomain-Containing Proteins
in Inflammation

Uwe Schacfer

Douglas L. Chalker, Eric Meyer, and
Kazufumi Mochizuki

12 Position-Effect Variegation,
Heterochromatin Formation, and
Gene Silencing in Drosophila
Sarah C.R. Elgin and Gunter Reuter

Denise P. Barlow and
Marisa S. Bartolomei
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A Genetic Perspective on Diversity; Race, and Medicine

HUMAN
VARIATION

A Genetic Perspective on Diversity, Race, and Medicine

Editor
ARAVINDA CHAKRAVARTI

Edited by Aravinda Chakravarti, Johns Hopkins University School of
Medicine, Institute of Genetic Medicine

S ince the appearance of modern humans in Africa ~200,000 years
ago, we have migrated around the globe and accumulated genetic
variations that affect our appearance, skin color, food tolerance, and
susceptibility to different diseases. This book provides a state-of-the-art
view of human genetic variation and what we can infer from it, survey-
ing the genetic diversity seen in Africa, Europe, the Americas and India,
and discussing how this new knowledge can be used to improve human
health in the era of personalized medicine.

2014, 131 pp., illustrated (21 4C, 5 B&W), index

Hardcover $75 £47
Paperback $59 £37

ISBN 978-1-621820-90-1
ISBN 978-1-936113-25-5

CONTENTS
Preface

Perspectives on Human Variation Through
the Lens of Diversity and Race
Aravinda Chakravarti

What Type of Person Are You? Old-Fashioned
Thinking Even in Modern Science
Kenneth M. Weiss and Brian W. Lambert

Social Diversity in Humans: Implications and
Hidden Consequences for Biological Research
Troy Duster

Genetic Diversity in Europe
Krishna Veeramah and John Novembre

Genetic Variation and Adaptation in Africa:
Implications for Human Evolution and Disease
Felicia Gomez, Jibril Hirbo and Sarah A. Tishkoff

A Genomic View of Peopling and Population
Structure of India
Partha P Majumder and Analahba Basu

Human Genetic Variation: Americas
Andres Ruiz-Linares

Will Genetics Help Us Understand Indian
Social History?
Romila Thapar

Race in Biological and Biomedical Research
Richard S. Cooper

Personalized Medicine and Human
Genetic Diversity

Yi-Fan Lu, David B. Goldstein,

Misha Angrist, and Gianpiero Cavalleri

Index

www.cshlpress. org



GE Healthcare

Flexible, guaranteed
shRNA from Dharmacon

Using our most advanced shRNA design algorithm coupled with a suite of configurable vector
options, SMARTvector™ Lentiviral shRNA and SMARTvector Inducible Lentiviral shRNA collections
ensure you get stronger, more consistent knockdown while minimizing off-target effects

and toxicity. Increase your probability of success and take control of your experiments with
SMARTvector shRNAs.

For RNAI, gene editing, and gene expression tools, count on Dharmacon.
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Stronger, more consistent knockdown

A549 cells seeded at 7500 cells/well were transduced with Dharmacon SMARTvector Lentiviral shRNA particles targeting CDK5 and TP53.
Both genes were targeted with six different shRNA constructs using the mCMV-promoter at an MOI of 20. mRNA knockdown was assessed
72 hours post-transduction using QuantiGene branched DNA assay (Panomics, Inc.) and normalized to SMARTvector Non-targeting Control.
The red line indicates 70% mRNA knockdown.

gelifesciences.com/smartvector
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TRANCRIPTOME ANALYSIS WITH NEXT-GEN SEQUENCING

Be confident using tools with the
highest sensitivity and reproducibility

SMART-Seq™ v4 Ultra™ Low Input RNA Kit for Sequencing

Accurate, sensitive, single-cell mMRNA-seq

The SMART-Seq v4 Ultra Low Input RNA Kit for Sequencing, built on a combination
of our experience and new LNA technology, is our most sensitive single-cell mRNA-
seq kit. With direct cDNA synthesis from 1-1,000 intact cells (or 10 pg—10 ng of total
RNA), mRNA-seq libraries generated from this kit outperform previously published
protocols. \We've used this kit to explore the differences and similarities between
individual cells, showing the high-quality, consistent data that can be expected with
the newest ultra-low input kit. Our continuous drive to improve our already best-in-
class tools helps you push the frontiers of ultra-low input RNA-seq.

See more by visiting
www.clontech.com/single-cell-v4
or call 1.800.662.2566

Scan to find out more

ﬁ Clontech Laboratories, Inc. ® ATakara Bio Company
a a a C I O n t e c h United States/Canada: +1.800.662.2566 » Asia Pacific: +1.650.919.7300 » Europe: +33.(0)1.3904.6880 + Japan: +81.(0)77.543.7247
M For Research Use Only. Not for use in diagnostic or therapeutic procedures. Not for resale. Takara and the Takara logo are trademarks of
TAKARA HOLDINGS, Kyoto, Japan. Clontech, the Clontech logo, SMART-Seq, that's GOOD science!, and Ultra are trademarks of Clontech

Laboratories, Inc. All other marks are the property of their respective owners. Certain trademarks may not be registered in all jurisdictions.
© 2015 Clontech Laboratories, Inc.

www.clontech.com  06.15 Us (633648)
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