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Cover Illustration: Crystal structure of an Xrnl-resistant RNA from the 3' untranslated region of a flavivirus (Murray Valley
Encephalitis Virus) (Protein Data Bank code: 4pqv; Chapman EG, Costantino DA, Rabe JL, Moon SL, Wilusz ], Nix JC, Kieft
JS. 2014. The structural basis of pathogenic subgenomic flavivirus RNA (sfRNA) production. Science 344: 307-310). Immage details
show RNA—ribbon-plate representation, blue; Mg+ ions—spacefilling representation, green. The image was generated with
the Discovery Studio Visualizer. Cover image provided by the Jena Library of Biological Macromolecules—]JenaLib (jenalib.fli-

leibniz.de).

Published by Cold Spring Harbor Laboratory Press



Contents (continued)

LARP4B is an AU-rich sequence associated factor that promotes mRNA accumulation and translation
Maritta Kiispert, Yasuhiro Murakawa, Katrin Schéffler, Jens T. Vanselow, Elmar Wolf, Stefan Juranek,
Andreas Schlosser, Markus Landthaler, and Utz Fischer

DcpS is a transcript-specific modulator of RNA in mammalian cells
Mi Zhou, Sophie Bail, Heather L. Plasterer, James Rusche, and Megerditch Kiledjian

Thermodynamic examination of 1- to 5-nt purine bulge loops in RNA and DNA constructs
Shane Strom, Evgenia Shiskova, YaeEun Hahm, and Neena Grover

Analysis of r-protein and RNA conformation of 30S subunit intermediates in bacteria
Nathan Napper and Gloria M. Culver

Xenopus CAF1 requires NOT1-mediated interaction with 4E-T to repress translation in vivo
Shruti Waghray, Clay Williams, Joshua J. Coon, and Marvin Wickens

Systematic analysis of the Hmga2 3" UTR identifies many independent regulatory sequences
and a novel interaction between distal sites
Katla Kristjdnsdottir, Elizabeth A. Fogarty, and Andrew Grimson

Methods
Profiling ribonucleotide modifications at full-transcriptome level: a step toward MS-based
epitranscriptomics

Rebecca E. Rose, Ryan Quinn, Jackie L. Sayre, and Daniele Fabris

EnD-Seq and AppEnD: sequencing 3" ends to identify nontemplated tails and degradation
intermediates
Joshua D. Welch, Michael K. Slevin, Deirdre C. Tatomer, Robert ]J. Duronio, Jan F. Prins, and William F. Marzluff

Corrigendum

RNA: Instructions for contributors

©9AOpen Access paper

1294

1306

1313

1323

1335

134697

1361

1375

1390

1391



