TRIzol in, RNA out | Direct-zol™ RNA
Purification
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Short protocol: Mix sample in TRIzol®,
TRI Reagent®, and similar with
ethanol, load into the Clean-Spin
column, wash & elute RNA
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small & large RNA MiRNA recovery
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. RNA The data show RNA purified from TRIzol® samples using the Direct-zol™ RNA MiniPrep compared to
an unbiased method (mirVana®, Ambion)
Micro-RNA analysis was performed using miRNA-Seq (MiSeq®, lllumina) and a direct hybridization 2011 2012 2013 2014
High-quality small and large RNAs are effectively recovered using the Direct-zol™ kit. RNA is DNA-free. assay (nCounter®, Nanostring)

Product Cat. No. Size

R2052, R2053* 200 Preps.

Try it free today! .
o y y Direct-zol™ RNA MiniPrep R2050, R2051* 50 Preps.
I ‘Il. \ . \ \ N
O O urificatien = Direct-z0l"-96 RNA Ro00s. Ro0oeT ax o treps.

7 o SE CH Made Simple* R2056, R2057* 4 x 96 Preps.

i i i imple” at zymoresearch.com/direct-zol R2100, R2101* 2 x 96 Preps.
The Beauty of Science is to Make Things Simple or call (949) 679-1190 Direct-zol"-96 MagBead RNA ~ R2102, R2103* 4 x 96 Preps.

R2104, R2105* 8 x 96 Preps.

* = Supplied with TRI Reagent®
TRIzol® and TRI Reagent® are registered trademarks of Molecular Research Center, Inc. Patent Pending

Tel: (949) 679-1190 www.zymoresearch.com/direct-zol  info@zymoresearch.com



on all
DNA-RNA-PCR
reagents.
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Try bioZol™: quick, simple, ready to

use, one-phase reagent for intact RNA
isolation from tissue and cells of human,
animal, plant, bacterial or viral origin

in less than 90 minutes!
CATALOG #:10760055

e Total RNA
e m RNA
e Micro RNA isolation

V-max Resin™ : maximizes RNA recovery
from any tissue.
CATALOG #:20100020-1

Magnetic Poly (A)* RNA isolation kit
CATALOG #: 10760013-1
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molecular tools for life sciences
www.bio-world.com

4150 Tuller Road, Dublin, Ohio 43017« p: 1.888.BIOPLUS « f: 1.614.792.8685 « e: customerservice@bio-WORLD.com




@ affymetrix

eBioscience

Imagine if you could detect RNA

and protein in millions of single cells
Enter a new dimension of single-cell analysis

Detect RNA and protein simultaneously by flow cytometry to:

= See gene expression heterogeneity at the single-cell level
= Compare RNA and protein in the same cell
Evaluate viral RNA within infected cells

= Detect non-coding RNA in cell subsets
= Analyze mRNA expression levels when antibody selection is limited

Dl Download your copy of the PrimeFlow™ RNA Assay Validation White Paper
WIOCLETEd  at www.ebioscience.com/primeflow-white-paper-rna

Biology for a better world.

NORTH AMERICA: 888.999.1371 = EUROPE: +43 1 796 40 40-305 = JAPAN: +81 (0)3 6430 4020 = INQUIRIES: info@ebioscience.com

©Affymetrix, Inc. All rights reserved. For Research Use Only. Not for use in diagnostic or therapeutic procedures.

eBioscience GeneChip USB



BLOW UP THE HOLDUPS
IN YOUR RNA RESEARCH

Assess RNA quality and quantity simultaneously.

FULLY AUTOMATED FRAGMENT ANALYZER™ DOES IT ALL.

- Quantifies with precision (10% CV) and accuracy (+20%)
- Provides an RNA quality number that correlates to legacy data
- Observes gDNA contamination in RNA

- Calculates the lllumina DV200 metric for FFPE samples

No chips. No tapes. No compromises. /7
{ ADVANCED

More at AATI-US.COM s ANALYTICAL




The best microRNA
qPCR system

In a recent peer-reviewed study’, Pieter Mestdagh
and colleagues have compared the performance of
leading  commercially  available  microRNA
expression platforms in key areas, such as
sensitivity, specificity, accuracy and reproducibility.

Based on raw data from the paper, we have
created an online presentation that guides you
through the paper and lets you see the
performance of each of the systems based on key
parameters.

Watch the presentation on EiEE

[

exigon.com/mirqc [

Learn more at EXIQON

exiqon.com/mirqc Seek Find Verify

1) Mestdagh et al. Nature Methods 2014, 11: 809-15

*) Terms and Conditions: Offer only available in countries where Exigon sells directly until March 31st 2015. Promo code pcr1501 must be used when ordering. 30% discount on the miRCURY LNA™ Universal RT microRNA PCR Starter Kit [product no. 203351). Cannot be
combined with other offers. www.exiqon.com/mirna-pcr-starter-kit

NOTICE TO PURCHASER: DISCLAIMER OF LICENSE No license is conveyed with the purchase of this product under any of US Patents Nos. 5,210,015, 5,487,972, 5,804,375, 5,994,056, 6,171,785, 6,214,979, 5,538,848, 5,723,591, 5,876,930, 6,030,787, and 6,258,569, and
corresponding patents outside the United States, or any other patents or patent applications, relating to the 5 Nuclease and dsDNA-Binding Dye Processes. For further information contact the Director of Licensing, Applied Biosystems, 850 Lincoln Centre Drive, Foster
City, California 94404, USA



rmal detection

TwistAmp® exo RT

Real-time fluorescent RNA detection
The exo RT kit is recommended for users who want
to combine the TwistDx RPA technology to detect
RNA targets with the use of TwistDx's proprietary

fluorescent TwistAmp® exo probe in a homogenous
read-out format.

“This time and cost-saving product simplifies the
laboratory tests and diagnostic procedures.”

WANT TO KNOW MORE?

TwistD <




nAb | Nano-Antibodies
— 1

w

Tired of coming up empty handed?

allelebiotech.com/nAb @ I e I e
Biotechnology




American Association
for Cancer Research

A
M

Cancer Discoveries PENNSYLVANIA CONCESITIE(;z-f:ZE’;TOE‘;

PHILADELPHIA, PA

Join us Iin Philadelphia

for the most comprehensive

cancer research meeting in the world...
the AACR Annual Meeting 2015!

Connect with the international cancer research community to foster new collaborations, learn about
cutting-edge advances, and obtain feedback on your research.

This must-attend meeting covers every aspect of cancer - from epidemiology, molecular biology, and
clinical studies to prevention, survivorship, and patient advocacy.

Register Today to Reserve Your Spot!

Become a Member!
Join the AACR and receive a discount on registration.

We look forward to welcoming you
to our hometown of Philadelphia, PA!

WWW.AACR.ORG




Join Keystone Symposia
for the 2015 conference on:;

MicroRNAs and
Noncoding RNAs in Cancer

June 7-12, 2015
Keystone Resort
Keystone, Colorado, USA

Scientific Organizers: Frank J. Slack, Manel Esteller and Lin He

This meeting focuses on the exciting biology of microRNAs and noncoding RNAs in controlling
developmental and cancer processes like cell proliferation, differentiation, cell cycle, apoptosis
and metastasis, as well as the latest efforts to harness the power of these RNAs as agents in the
fight against cancer. In addition, this meeting brings together the best researchers working in
small RNAs and cancer in one place for critical discussions that should advance the field and
accelerate the benchside-to-bedside use of this technology. It will also provide a stimulating
environment in which students, postdocs and junior investigators can present and discuss their
research in the company of the best minds in the field.

Session Topics:

« Small RNAs in Development

« MicroRNAs in Development

» MicroRNAs in Animal Development

« MicroRNAs and Cancer |, Il &1l

« Noncoding RNA in Development and Physiology
« Long ncRNAs and Cancer

« Workshop 1: miRNA Biogenesis/
Turnover/Mechanism

« Workshop 2: Industry Applications

« Workshop 3: Breaking News

¥i[m] Abstract Deadline: March 5, 2015
m Discounted Registration Deadline: April 7, 2015

To see the full program and for additional details,

CONFIRMED SPEAKERS
(as of January 21, 2015):

Irene Bozzoni
George A. Calin
Carlo M. Croce*
George Q. Daley
Manel Esteller
Elsa R. Flores
Richard I. Gregory
Helge GroB3hans
Mitchell Guttman
Lin He

Eva M. Hernando
Eran Hornstein
Leanne Jones
JoshuaT. Mendell
Silvia Monticelli
Kevin V. Morris
Pier Paolo Pandolfi
Amy E. Pasquinelli
John L. Rinn
Michael G. Rosenfeld
Anita G. Seto
Frank J. Slack
David L. Spector
Joan A. Steitz*
Markus Stoffel
Sohail F. Tavazoie
Andrea Ventura
Xiao-Fan Wang
Anton Wutz

*Keynote speaker

KEYSTONE # SYMPOSIA

on Molecular and Cellular Biology

visit www.keystonesymposia.org/15ES5.

Accelerating Life Science Discovery



Dharmacon™
part of GE Healthcare

With Dharmacon, you can confidently
silence, express and edit your genes.

In every experiment, you invest time, money and effort. Still, success is not
a certainty - that’s the nature of science. Fortunately, you can decrease
the uncertainty with Dharmacon RNAI, gene expression and gene editing
products. As scientists too, we know what you're feeling - and what you're

facing - and can help you confidently achieve the best possible results. : F

As pioneers of siRNA, we continuously innovate for you.

gelifesciences.com/dharmacon



@ Sequence
® ExosomeRNAs

Exosomes are 60 - 150 nm membrane signaling vesicles secreted by most cell types in vivo and in
vitro. Exosomes are found in blood, urine, amniotic fluid, malignant ascite fluids and contain
distinct subsets of microRNAs, mRNAs, IncRNAs and other ncRNAs. The identity and abundance of
these RNAs has been shown to be a valuable approach to discover sequence signatures for the
diagnosis and prognosis of disease. SBI’s Exo-NGS service provides the exosome researcher with a
comprehensive, expert service to isolate and identify exosome-associated RNA biomarkers.

Compare exo-RNA sequence profiles across patient samples.

Building Exosome RNA NGS Libraries

P> Exosomes isolated from samples

P> Exo-RNAs purified with chromatography

P> lllumina bar-codes added and amplified

P> Library size-selection and PAGE purification
P> High sensitivity library QC with Bioanalyzer
P> Multiplexed NGS runs performed

RNA Type Charts
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Expression Heatmaps

Primary Data Deliverables
«Raw sequencing reads in FASTA format
« Sequencing read quality values

« Analyzed Data — Small RNA Workflow

« Relative abundance of each RNA type
« Table of counts of mature microRNAs

« Publication-ready figures generated

Custom Genome Browser with Your Data

P> Sequencing data uploaded

D> Access to public databases
> Analyze with accepted analytics
> Visualize your data automatically

> Compare to known ENCODE data

Put your data into context.
www.systembio.com/exo-ngs

CONTACT SBI: services@systembio.com
650-968-2200
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