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plasticity of RNA for target recognition as revealed by the 2.15 A crystal structure of a human IgG—aptamer complex. Nucleic

Acids Res 38: 7822-7829). Image details show protein—ribbon representation, chain-specific coloring; aptamer—ribbon-plate
representation, nucleotide-specific coloring, A—red, G—green, modified nucleotides—cyan; carbohydrates—stick representation,
violet; Ca ions—ball representation, blue. The image was generated with the Accelrys Discovery Studio Visualizer. Cover image

provided by the Jena Library of Biological Macromolecules—JenaLib (www.fli-leibniz.de/IMAGE.html).
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